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which exhibits at least 70% amino acid identity, as determined by 
the BLAST algorithm, with the amino acid sequence 531-1781 of SEQ 
ID No. 2, and comprising an amino acid sequence of about 543 
amino acids which exhibits at least 65% amino acid identity with 
the corresponding part of the amino acid sequence 972-1514 of SEQ 
ID No. 2, and comprising an amino acid sequence of at least 100 
amino acids exhibiting at least 60% amino acid identity with the 
corresponding part of the amino acid sequence 1515-1781 of SEQ ID 
No. 2 . 



Charge the fee of $84 for the independent claim added 
herewith to the undersigned's deposit account No. 25-0120. 



REMARKS 

This application has been amended in a manner that is 
believed to place it in condition for allowance at the time of 
the next Official Action. 

Claims 1, 3, and 6-13 have been amended. New claims 24 
and 2 5 have been added. Support for new claims 2 4 and 2 5 may be 
found throughout the specification and specifically in the 
original claims. Claims 2 and 4-5 have been cancelled. 

In the outstanding Official Action,, the specification 
was objected to for allegedly containing improper descriptions of 
Figures 3 and 4. However, this objection is respectfully 
traversed . 
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The Examiner' s attention is respectfully directed to 
the amendment of April 2, 2002. In the amendment, Figures 3.1 to 
3.9 were cancelled. Figures 3.1 and 3.9 were unnecessary in 
light of the Sequence Listing of the present application. Thus, 
applicants respectfully requested that Figures 3.1 to 3.9 be 
cancelled and that Figures 4.1, 4.2, 4.3, 5, 6a and 6b be 
renumbered 3.1, 3.2, 3.3, 4, 5a and 5b, respectively. Thus, it 
is believed the descriptions for Figures 3 and 4 are proper. 

Claims 1-13 were rejected under 35 USC 101 as allegedly 
being directed to non-statutory subject matter. The Official 
Action alleged that the "protein" of the claimed invention was 
drawn to a product of nature. In light of the present amendment, 
it is believed that this rejection has been obviated. 

Claims 1-13 have been amended to recite "an isolated 
protein". Moreover, new claims 24 and 25 are also directed to 
"an isolated protein". Thus, it is believed that the claimed 
invention satisfies the requirements of 35 USC 101. 

Claims 1-13 were rejected under 35 USC 112, second 
paragraph, for allegedly being indefinite for failing to 
particularly point out and distinctly claim the subject matter 
which applicants regard as the invention. It is believed that 
the present amendment obviates this rejection. 

The outstanding Official Action stated that claims 1 
and 4 were drawn to proteins having glucosyltransf erase activity 
and 15 contiguous amino acid fragments of those proteins. The 
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Examiner alleged that it was unclear whether the 15 amino acid 
fragments must also have glucosyltransf erase activity. 

However, claim 1 has been amended to recite an isolated 
protein having glucosyltransf erase activity comprising an amino 
acid sequence, which exhibits at least 60% amino acid identity, 
as determined by a BLAST algorithm, with the amino acid sequence 
531-1781 of SEQ ID No. 2. Thus, it is believed that claims 1-13 
are definite to one of ordinary skill in the art. 

Claims 1-13 were rejected under 35 USC 112, first 
paragraph, as allegedly being based on a non-enabling disclosure. 
In light of the present amendment, this rejection is respectfully 
traversed . 

The outstanding Official Action alleged that the 
present disclosure did not enable any glucosyltrans f erase 
comprising fragments of SEQ ID NO: 2. The claimed invention has 
been amended to recite a practically full length protein having 
at least 60% identity with a specified sequence. The protein 
also exhibits glucosyltransferase activity. Beginning on page 10 
of the present specification, general procedures for making and 
using the claimed protein are described. Beginning on page 13, a 
description of how to determine whether the protein exhibits 
glucosyltransferase activity is provided. 

The claims also provide information for one of ordinary 
skill in the art to arrive at the functional product of the 
present invention. The Examiner's attention is also respectfully 
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directed to claims 7 and 8, which provide information on the 
catalytic domain. In claims 9 to 10, information is given about 
the glucan domain. Thus, it is respectfully submitted that the 
claimed invention is supported by an enabling disclosure. 

Claims 1-13 were rejected under 35 USC 112, first 
paragraph, as allegedly being based on an insufficient written 
description. It is believed that this rejection has been 
obviated by the present invention. 

The Official Action alleged that claims 1-13 were 
directed to polypeptides with 50 to 70% identity SEQ ID No. 2 and 
fragments corresponding to portions of SEQ ID No. 2. However, 
the claimed invention relates to a protein having 
glucosyltranf erase activity comprising an amino acid sequence 
which exhibits at least 60% amino acid identity with the 
specified amino acids 531-1781 of SEQ ID No. 2. Moreover, 
applicants note that while there may be some variation in the 
isolated proteins of the claimed invention, the claimed proteins 
are structurally and functionally related. Thus, one of ordinary 
skill in the art would conclude that applicants had possession of 
the claimed invention at the time the application was filed. 

Claims 1-12 were rejected under 35 USC 102 (a) as being 
anticipated by VAN GEEL-SCHUTTEN (a) et al . or VAN GEEL-SCHUTTEN 
(b) et al . This rejection is respectfully traversed. 

It is respectfully submitted that VAN GEEL-SCHUTTEN (a) 
et al. and VAN GEEL-SCHUTTEN (b) et al. fail to qualify as prior 



8 



VAN GEEL-SCHUTTEN et al . S.N. 09/995,749 

art. The present application is a continuation-in-part 

application of U.S. application Serial No. 09/604,957 filed on 
June 28, 2000, which claimed priority from the European 
application No. 00201871.1 filed on May 25, 2000. 

As the Examiner is aware, the designation of an 
application as a continuation-in-part (CIP) does not, by itself, 
have any legal effect on the guestion of whether the claims in 
the CIP are entitled to the filing date of the parent application 
or priority document. Claims that are fully supported by the 
disclosure found in the parent application and/or priority 
document are entitled to the benefit of the filing date from that 
application and/or priority document. 

Applicants submit that the main difference between the 
parent application and the present application is the additional 
information concerning the glucosyltrans f erase gene at the N- 
terminal portion. However, the N-terminal portion concerns the 
lower position amino acids of SEQ ID Nos . 1 and 2. These amino 
acids are not within the scope of the claimed invention. Thus, 
it is believed that the claims of the present application are 
entitled to the priority dates of United States patent 
application No. 09/604,957 and European application No. 
00201871 . 1 . 

As the present application is entitled to the benefits 
of the parent application and the European application, the VAN 
GEEL-SCHUTTEN (a) et al . article fails to qualify as prior art. 
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The reference was published after the filing date of the parent 
application. As to VAN GEEL-SCHUTTEN (b) et al . , the work 
disclosed in VAN GEEL-SCHUTTEN (b) et al . merely describes the 
inventors' own work and does not qualify as prior art. In fact, 
a declaration was filed in the parent application attesting to 
the fact that the article merely describes the inventors' own 
work and does not qualify as prior art. A copy of the 
declaration is enclosed with this amendment. Thus, it is 
believed that both VAN GEEL-SCHUTTEN articles fail to qualify as 
prior art. 

Claims 1, 4, 12 and 13 were rejected under 35 USC 
102(b) as allegedly being anticipated by GIFFARD et al . This 
rejection is respectfully traversed. 

The Official Action contends that GIFFARD et al . 
disclose a glucosyltrans f erase which comprises 15 contiguous 
amino acids of SEQ ID NO: 2. Applicants note that the enzyme 
described by GIFFARD et al . may be one of the GTF' s of 
Streptococcus salivarius as set forth on page 11, line 29 of the 
present specification. As noted in the present specification, 
this enzyme produces dextrans functionally distinct from the 
present enzyme. Moreover, applicants note the claimed invention 
recites an isolated protein having at least 60% amino acid 
identity with the amino acid sequence 531-1781 of SEQ ID No. 2. 
It is believed that GIFFARD et al . fails to disclose or suggest 
the claimed invention. 
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Claims 1-12 were rejected under 35 USC 102(b) as 
allegedly being anticipated by VAN GEEL-SCHUTTEN (c) et al . This 
rejection is respectfully traversed. 

VAN GEEL-SCHUTTEN (c) et al . fail to disclose or 
suggest a specific enzyme. The article vaguely refers to the 
role of biosynthetic enzymes (see page 700) , or sucrase-type 
extracellular enzymes (see page 701) . Thus, it cannot be said 
that a protein (enzymatic or not) was isolated or characterized. 
Thus, applicants respectfully submit that VAN GEEL-SCHUTTEN (c) 
et al . fail to disclose or suggest the claimed invention. 

Claim 13 was rejected under 35 USC 103(a) as allegedly 
being unpatentable over VAN GEEL-SCHUTTEN et al . (a), (b) or (c) 
in view of the common knowledge in the art of protein 
purification, sequencing and molecular cloning. This rejection 
is respectfully traversed. 

As noted above, VAN GEEL-SCHUTTEN (a) and (b) articles 
fail to qualify as prior art. Moreover, applicants believe VAN 
GEEL-SCHUTTEN (c) et al . does not disclose or suggest any 
information on the functionality or structure of the claimed 
proteins. Thus, one of ordinary skill in the art would not be 
able to deduce from this reference whether a single enzyme or a 
complex of enzymes would be responsible for producing the 
polysaccharides referred to in VAN GEEL-SCHUTTEN (c) et al. 

Moreover, applicants believe that it is inappropriate 
to reply solely on "common knowledge" without evidentiary support 
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in the record as the principal evidence upon which a rejection is 
based. As recently held in In re Zurco, 258 F.3d 1385, 59 USPQ 2d 
1697 (Fed. Cir. 2001), an assessment of basic knowledge and 
common sense that is not based on any evidence in the record 
lacks substantial evidential support. As the Official Action 
fails to provide any evidence that it would be obvious and within 
the knowledge of one of ordinary skill in the art to produce the 
claimed protein, applicants believe that the Official Action 
fails to meet its burden in showing that the claimed invention 
has been rendered obvious. 

In view' of the present amendment and the foregoing 
remarks, therefore, it is believed that this application is now 
in condition for allowance, with claims 1, 3, 6-13 and 24-25, as 
presented. Allowance and passage to issue on that basis are 
accordingly respectfully requested. 

Attached hereto is a marked-up version of the changes 
made to the claims. The attached page is captioned "VERSION WITH 
MARKINGS TO SHOW CHANGES MADE . " 

Respectfully submitted, 
YOUNG & THOMPSON 

By jXXf Q§<« 1^0^ 

Philip A. DuBois 
Agent for Applicants 
Registration No. 50,696 
745 South 23rd Street 
Arlington, VA 22202 
Telephone: 521-2297 

February 11, 2003 
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VERSION WITH MARKINGS TO SHOW CHANGES MADE 

IN THE CLAIMS : 

Claim 1 has been amended as follows: 

1. (amended) [A] An isolated protein having 

glucosyltransf erase activity comprising an amino acid sequence,- 
which exhibits at least [50%] 60% amino acid activity, as 
determined by the BLAST algorithm, with the amino acid sequence 
531-1781 of SEQ ID No. 2 [or a part thereof having at least 15 
contiguous amino acids which are identical to the corresponding 
part of the amino acid sequence 531-1781 of SEQ ID No. 2]. 

Claim 3 has been amended as follows: 

3. (amended) [A] The isolated protein according to 
claim 1 comprising an amino acid sequence, which exhibits at 
least 70% amino acid identity with the amino acid sequence 531- 
1781 of SEQ ID No . 2 . 

Claim 6 has been amended as follows: 

6. (amended) [A] The isolated protein according to 
claim [4] 1, which exhibits at least 70% amino acid identity with 
the amino acid sequence of SEQ ID No. 2. 
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Claim 7 has been amended as follows: 

7. (amended) [A] The isolated protein according to 
claim 1, comprising an amino acid sequence of at least 200 amino 
acids which exhibits at least 55% amino acid identity with the 
corresponding part of the amino acid sequence 972-1514 of SEQ ID 
No. 2 . 

Claim 8 has been amended as follows: 

8. (amended) [A] The isolated protein according to 
claim 1, comprising an amino acid sequence of at least 200 amino 
acids which exhibits at least 65% amino acid identity with the 
corresponding part of the amino acid sequence 972-1514 of SEQ ID 
No . 2 . 

Claim 9 has been amended as follows: 

9. (amended) [A] The isolated protein according to 
claim 1, comprising an amino acid sequence of at least 100 amino 
acids exhibiting at least 50% amino acid identity with the 
corresponding part of the amino acid sequence 1515-1781 of SEQ ID 
No . 2 . 

Claim 10 has been amended as follows: 

10. (amended) [A] The isolated protein according to 
claim 1, comprising an amino acid sequence of at least 100 amino 
acids exhibiting at least 60% amino acid identity with the 
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corresponding part of the amino acid sequence 1515-1781 of SEQ ID 
No . 2 . 

Claim 11 has been amended as follows: 

11. (amended) [A] The isolated protein according to 
claim 1, comprising at least one of the amino acids Pro-1026, 
Ile-1029, Met-1034, Asn-1035, Ser-1136, Ala-114 3, [Ile-1170] Ile- 
1168 , Leu-1223, Ala-1413, Val-1418, Ala-1428, Leu-1442 in the 
same relative position as the corresponding amino acids of the 
amino acid sequence of SEQ ID No. 2. 

Claim 12 has been amended as follows: 

12. (amended) [A] The isolated protein according to 
claim 1 which, in the presence of sucrose, produces a glucan 
having 38-48% 4-linked anhydroglucose units, 17-28% 6-linked 
anhydroglucose units, and 7-20% 4,6-linnked anhydroglucose units. 

Claim 13 has been amended as follows: 

13. (amended) [A] The isolated protein according to 
claim 1 which is a recombinant protein. 
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